Supplementary Figure S4:
Gene set enrichment analysis between human or mouse DC subsets and the porcine blood CD1 + cDC population. The gene sets used represent transcriptomic signatures of blood porcine CD1 + cDC as compared to CD14 + cMo. Enrichment of these gene sets were assessed in pairwise comparisons between cDC2 and cMo, both in mouse (column 1) and human (column 2). Results are shown for both upregulated and down-regulated genes as i) enrichment scores (ES), ii) probabilities (p) and iii) false discovery rates (FDR). 
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